Conjugative plasmids from different incompatibility (Inc) groups as a rule do not share extensive homology (4, 6, 7, 11) . It has been shown recently, however, that plasmids from 13 different Inc groups have one highly conserved sequence which corresponds to the ssb gene of the F factor of Escherichia coli (5) . This gene, which codes for a singlestranded DNA binding protein (SSB), is located within the leading region of the F factor (8), i.e., a 12.9-kilobase fragment which carries the origin of transfer oriT and which is transferred first during conjugation (3, 10, 12) . We found that not only the ssb gene but a considerably larger portion of the leading region of the F factor had a homologous counterpart on several apparently unrelated plasmids.
The bacteria, plasmids, and experimental procedures used have been described previously (1, 5, 8, 9) . Plasmids pKL1, pKL2, pKL3, and pKAC50 were derived from the F factor (2, 8) ; plasmids pEG100, pEG101, and pEG102 were from plasmids R483, pIP231a, and pIP71a, respectively (5).
We analyzed plasmids R483 (IncIJ), pIP231a (IncY), pIP71a (Inc9), R16 (IncB), R387 (IncK), RP4 (IncP), and R6K (IncX), all of which carry a sequence with some homoloy to the ssb gene of the F factor (5). To determine whether the plasmids carry some other DNA homologous to the regions of the F factor neighboring the ssb gene, we carried out Southern hybridization of the Avall digests of these plasmids (or their derivatives) with (i) the AvaIl fragment of plasmid pKAC50, which carries the ssb gene of the F factor (537 base pairs) sandwiched between ends of about 90 base pairs each, and (ii) the EcoRI f3 fragment of the F factor, which carries most of the leading region (Fig.  1) . The results showed that for five plasmids (pE100, pEG101, pEG102, R16, and R387) there were additional bands of fragment hybridization compared with the F factor ssb gene hybridization alone (Fig. 2) . Thus, for those five plasmids, the region of homology with the F factor was not confined to the ssb gene alone. By contrast, the hybridization of digests of plasmid RP4 and R6K to the ssb gene and the fragments of the F factor gave the same picture for both probes, thus indicating that the region of homology with the F factor was limited to the ssb gene. It is interesting, however, that plasmid R6K was the only plasmid in our survey which showed hybridization to the ssb gene of the F factor but showed no complementation of the E. coli ssb-l mutation, and plasmid RP4 showed only weak complementation (5) . Furthermore, the degrees of Southern hybridiza-* Corresponding author. tion to the ssb gene observed with plasmids R6K and RP4 were considerably less than that with the other five plasmids mentioned above (data not shown). Thus, plasmids R6K and RP4 probably carried DNA sequences which had considerably less homology than those carried by other ssb+ plasmids. The SSB protein, if any, from these two plasmids may have been considerably different from that of the F factor.
Analogous results which showed that plasmids R483, plP231a plP71a, R16, and R387, but not RP4 and R6K, had homology with the F factor in regions outside of the ssb gene were obtained with PstI and BglI digests of those plasmids as well (data not shown).
To determine which parts of the leading region carried homology to these plasmids, we divided the main part of the B fragment of the F factor into four smaller fragments (Fig.  1 , fragments I through IV) and hybridized each of these fragments to digests of plasmids pEG100, pEG101, R16, and R387. As a result, we found that each of the four plasmids had some homology with each of the four separate fragments of (Fig, 3) . Evidently, the region of homology of these plasmids with the F factor leading region extended far beyond the ssb gene on both sides.
To determine whether the area of homology extended beyond the F factor leading region, we compared the Southern hybridization patterns of digests of plasmids R483, pI231a, pIP71a, R16, and R387 with the f3 fragment and with the whole F factor. We found that hybridization with the whole F factor did not significantly increase (in comparison with the f3 fragment) the number of hybridization bands with plasmids R483, pIP71a, R16, and R387 (data not shown). Evidently, the leading region of the F factor was the main region of F which had a homologous counterpart on plasmids R483, pIP71a, R16, and R387. As a prominent exception, hybridization of the F factor with plasmid pIP231a led to the 3 . Southern hybridization of several plasmids with four different fragments of the F factor leading region. Plasmids shown were digested with Avall (pEG100 and pEG101) or BglI (R16 and R387). As a probe, we used the Avall fragment of pKAC50, which carries the ssb gene of the F factor (group A), and fragments III (group B), IV (group C), I (group D), or II (group E) of the f3 fragment. Fragments I and II were isolated from plasmid pKL2; fragments III and IV were isolated from plasmid pKL3.
